Probing covalent flavinylation in the flavocytochromep-cresol methylhydroxylase
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Introduction Results

p-Cresol methylhydroxylase (PCMH) is a flavocytochrome cThe structures were solved by molecular replacement with
found in the periplasm of certain pseudomonads responsiblehe native PCMH structure as the search model. They have
for the degradation gd-cresol and related phenols. Itis an  been partially refined, giving Rfree = 0.173, R = 0.153 for
o,f3, heterotetramer of 136 kDa that can be resolved into a the flavoprotein with covalently-bound FAD and Rfree =
flavoprotein dimer and two c-type cytochrome subunits. Thed.229, R = 0.199 for the flavoprotein with noncovalently

structures of PCMH fror®seudomonas putidat 2.5 A bound FAD.

resolution and that of its enzyme-substrate complex at 2.75

A are known [1]. Acknowledgments
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Methods and Materials

A two-pass data set to 1.3 A resolution was collected from a
crystal of the flavoprotein subunit and another set to 1.65 A
from a crystal of the flavoprotein with the cofactor FAD
non-covalently bound. Data for the flavoproteins were
collected at the Structural Biology Center CAT beamline 19-
ID-D.



